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SW - GROW PARTNER MEETING
Údarás na Gaeltachta hosted a
successful partner meeting at
the beginning of April in Galway
which partners presented on the
following topics:
Marketing and cultural story
of seaweed
Demonstration of web-based
app for energy assessment
Report on drying methods
Advances
in
nutritional
workstreams outcomes
Use of water turbine for
powering hatchery in Fámjin
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